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Fungal bioremediation of textiles: Supplementary Information 

Figure S1. SEM images of individual fibres to identify fibre types within the fabric. (a) shows a single 

woven thread of the bamboo viscose and cotton mix, with a total width of 230.7 µm. (b) shows 

individual fibres of cotton (left) and bamboo viscose (right) from the thread, with widths of 29.8 µm 

and 12.99 µm respectively. (c) and (e) show elastane fibres identified within the woven fabric 

structure seen in (g). (f) shows a clearer example of cotton vs bamboo viscose fibres in the fabric, the 

bamboo viscose having striations and the cotton being less uniform. (h) shows some of the damage 

to the individual fibres seen in the washed fabric. These are representative images for the washed 

fabric controls, from several that were taken. 
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Figure S2. Aggregate graph of thermogravimetric analysis (TGA) curves plotting percentage of initial 

mass against temperature in °C for RB5 dye (black line), fabric with 12% elastane (red line), fabric 

with no elastane content (blue line) and the undyed bamboo viscose-cotton fibres (green line). 

However, no obvious difference in the decomposition of the 0% elastane fabric sample and the 

undyed bamboo viscose and cotton mixture was noted, making it difficult to determine any dye loss 

via this method (Figure 12, blue and green lines). A sample of pure RB5 powder was analysed in the 

same way, and rather than showing a clear ‘step’ where a large mass loss occurred due to 

decomposition, it was more of a gradual loss over time. This confirmed that it would have been 

difficult to quantify dye loss via TGA (Figure 12, black line). 
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Table S1. The volatile metabolome captured from microcosms at 3, 5 and 8 month timepoints on 0, 4 

and 12% elastane fabrics. The NIST database was used for identification with a Quality Cutoff of 60. 

The metabolites included here were found in at least two biological replicates at that timepoint and 

on that fabric.  

 


