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Supplementary Figure S1. Principal component analysis (PCA) of eighteen samples.

Horticulturae 2024, 10, x. https://doi.org/10.3390/xxxxx

www.mdpi.com/journal/horticulturae

10
11
12



Horticulturae 2024, 10, x FOR PEER REVIEW 2 of 4

055 MS66-02

[0%7 053 [0.58 055 Ms66-03
10188 6150 (088 v1s66-31
16151 [057 (088 v1s66-32
1651 6162 6161 v1s66-33
082 0.84 [0.83 MS66-51
10.61/0.83 0,81 MS66-52
1084 0,85 [0:84 Ms66-53
[6%2 648 68 ms72-01
1053 0.58 (054 MST72-02
1055 059 0.64 0.60 MS72-03

046 044 0.44 096 097 097 092 091093039 (01556184 (682 ms72-31
049 048 048 096(097 097 091090 0.52 043 050 (01546184 682 ms72-32
048 047 0.47096(097 097 092 0910.93042 050 0.550.980.99 (1,00 0.94 094 093 MS72-33
053 053 053 088 (091 091 082 081 0.84 (044 053 059093 0.64 (094 1168 098] 0.86 MS72-51
059 0.58 0.58 0.90 0.91/0.82 0.84 0.83 0.85 0.48 0.58 0.64 0.94 0,94 0,64 6168 {60 (066 MS72-52
056 0.5 0,55 0.88(0:89 091 0.83 081 0,84 (0148 0.54 0.60 0,92 0:92 (0163 (0196 (0196 [ S 72-53

2 N2 2 32
QQQ%%%E’%%QQ‘LQ%%W%‘%%G)‘LB

Sttt lacacac

13
Supplementary Figure S2. Pearson correlation coefficient heatmap between eighteen samples. The X and 14
Y axis represent each sample. The color represents the correlation coefficient (The redder the color, the 15
higher the correlation), and the number on the cell represents the corresponding Pearson correlation 16
coefficient. 17
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Supplementary Figure S3. Top twenty significantly enriched GO terms of DEGs in MS66-0 vs. MS66-3,

MS66-0 vs. MS66-5, MS72-0 vs. MS72-3 and MS72-0 vs. MS72-5 groups.
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Supplementary Figure S4. DEGs enriched in KEGG pathways in MS66-0 vs. MS66-3, MS66-0 vs.

MS66-5, MS72-0 vs. MS72-3 and MS72-0 vs. MS72-5 groups.
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