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A novel target (Oxidation Resistant 2) in Arabidopsis
thaliana to reduce clubroot disease symptoms via the
salicylic acid pathway without growth penalties
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Supplementary Tables
Tables S1 and S2 can be found as separate excel files. The legends are in the following;:

Table S1. Genesect interaction and GO analysis between the transcriptomic data of AtOXR2-OE
plants (Colombatti et al. [39]) and different clubroot transcriptome data. A. Data available in
Siemens et al. [50], B. Data available in Agarwal et al. [24], C. Data available in Jubault et al. [53], D.
Data available from Siemens [51], E. Data available in Irani et al. [54].

Table S2. Genesect interaction and GO analysis between the transcriptomic data of AtOXR2-OE
plants (Colombatti et al. [39]) and AtKIN10-OE plants (=SnRK1) [56]. A. Genesect KIN10-OE up-
regulated and AtOXR2-OE up-regulated (p<0.001), B. GO enrichment (Molecular Function) in the
Genesect list present in (A) from KIN10-OE up-regulated and AtOXR2-OE up-regulated (p<0.001).
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Figure S1. Data from the individual additional infection experiments. Upper plant parts of
representative trays after inoculation of Col-0, oxr2, OXR2-OE plants with 10° spores ml' of P.
brassicae. The controls were inoculated with the buffer only that had been used to resuspend the
resting spores of the pathogen (see methods). The data were evaluated 28 dai. As a measure for
disease severity the Disease Index (DI), the percentage of plants in individual disease classes and the
shoot index (shoot dry weight of infected vs control plants) are given. A low disease index and high
shoot index stands for more tolerant plants. For calculation of the DI see methods. Disease class 2 =
small galls; class 3 = large galls, but roots still present, 4 = large galls and no roots present. Results are
expressed as mean+SD (n=20). Asterisks indicate significant differences between genotypes at p <0.01
(*) (ANOVA, LSD Fisher test).
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Figure S2. PbBSMT expression normalized to the plant genes AtActin (A), AtYLS8 (B) and AtE2FB
(O) in roots 20 dai in OXR2 A and B overexpressor lines and mutant oxr2 plants. Results are
expressed as mean+SD. Asterisks (*) indicate significant differences of thres biological replicates of
each genotype at p <0.01 (ANOVA, LSD Fisher test).



AT2G05590.2
KAG2307096.1:1-289
XP_013630309.1:1-281
VDC94483.1:51-336
KAG2298031.1:1-285
XP_013736753.1:1-279
CAF1706006.1:1-280
KAH0892022.1:1-293
XP_009136175.1:47-322
VDC82381.1:1-286
KAH0934687.1:1-284
CAG7883155.1:1-281
KAG2266312.1:1-273
KAG5406516.1:47-304
KAF3486982.1:89-321
KAF2577258.1:4-152

KAF3597939.1:40-359 PNEG G
VDD35845.1:1-237 --- ® P
CAF1958953.1:1-236 --- B - P

KAF3544870.1:1-125
KAHO0867696.1:1-227
XP_013593492.1:134-355 - ---mmm--- mmmmmm oo oo oo e -
VDD41136.1:134-355 mommm e e e e e e e e mmme— oo
XP 013707691 .1:134-355 = --cmmm oo o oo L oo oo
KAG2245011.1:134-355 — - o - - oo m m o e e e e oo e m oo m oo
KAF2550874.1:176-349 @ —c-cmmmm e e e e et e oo
XP _013738555.1:154-327 ---------- oo oo oo oo oo oo mm oo mmm oo
XP_009138553.1:131-330 —------- - - mmmmmm oo oo oo oo oo oo
KAF3590200.1:291-512 - -mmmmmm mm e e e e o s oo
KAF3590200.1:134-271 = —----m - - - mm oo e oo oo oo oo m oo
KAG5407885.1:130-326 —------- - - m oo oo m D e e o e m e mmm oo oo oo
KAG2238657.1:197-370 @ - - - o m m e e e e e e e e o
RIA05694.1:157-330 = mmmmmmmme e e e e oo
CAF2032809.1:134-356 ——--mmmmm - mm e e e e e e s oo
KAF3600741.1:110-283 - mmm oo e oo e e e e e e e e e
XP_013591161.1:134-307 —----mm- oo oo oo oo oo oo oo oo oo
KAF3601288.1:111-286 ——-—mm oo e oo e e e e e oo
KAF2587732.1:205-386 —----mmm o e e e e e e e e e oo
XP_009128589.1:96-269 @ - - ommm - oo oo oo e . oo oo
RID77147.1:96-269 = —-ccmmmmm e e e e e e e
KAF2543411.1:114-287 —----— - - o m oo oo oo oo oo oo oo
KAG2242019.1:110-284 — - - - - mmmm e e e e e e e o
KAH0940452.1:96-270 = —--mmmmmmm e e e e e oo
CAG7886012.1:59-273  —-mmmmm o m e e e e e e e m e m oo
XP_022550071.1:132-305 = - - cmmm oo o oo oo L oo oo
XP_033143637.1:131-351 ------mm-- mmmmmm oo oo oo oo ——o oo
CAF2146279.1:96-270 —-- - - - oo o mm e e e e e e mm oo
VDD47700.1:117-291 —mmm e e e e e e e e e e e e m oo
KAG2240514.1:114-288 —--- - mm o - mm e o e o e e oo m oo oo oo
KAG5412509.1
KAG2238658.1
CAF2067211.1:117-291 —---mmmmmm  mm e e o e e e m oo m oo

1

1

-P_l
(5] W 135 5 Li5] (35 Lis ) ie) Tig ) is] Tis] s g
‘g gy gy g g

P

KAH0850540.
KAF3528724.
XP_022572850.1:154-289 === ------- Smo oo oo ol oo oo
XP_022568108.1:96-231  —-----o--- Sooooooo o Ll . .
KAF2615699.1:16-84 = -------o- omooooo oo ool oo oo
KAF3542567.1
KAH0900489.1
KAF3511568.1:
KAH0867697.1:
KAG2266311.1
CAF1958958.1:
KAF3597932.1:164-263
XP_022562822.1:1-105
KAG2325584.1:107-169
KAF3590199.1:179-216 —-=--=--=- —--ooooooo ool oo oo oo
KAG2306043.1:144-182  —---=---o- mmoooooo oo ool ool oo




AT2G05590.2
KAG2107096.1:1-289 G
XP 013630309.1:1-281 PP-PP--P

VDC94483.1:51-336 PP-PP--P
KAG2292031.1:1-285 )= PP-P

XP_013736753.1:1-279 PPPPPPPP
CAF1706006.1:1-280 PP-PP--P
KAHOB92022.1:1-293 PP-PP--P
XP_009136175.1:47-322 PPP-PPPP
VDCe2381.1:1-286 PPP-PPPP
KAH0924687.1:1-284 PPPPPPPP

CAG78B3I155.1:1-281 PPP-PPPP
KAG2266312.1:1-273 G
KAG5406516.1:47-304
KAF34869982.1:89-321
KAF2577258.1:4-152
KAF1597939.1:40-359
VDD35845.1:1-237
CAF1958953.1:1-236
KAF1544870.1:1-125
KAHOB67696.1:1-227
XP_013593492.1:134-355
VDD41136.1:134-355
XP_013707691.1:134-355
KAG2245011.1:134-355
KAF2550874.1:176-349
XP_013738555.1:154-327
XP_009138553.1:131-330
KAF1590200.1:291-512
KAF1590200.1:134-271
KAG5407285.1:130-326
KAG2228657.1:197-370
RIA05694.1:157-330
CAF2032809.1:134-1356
KAF1600741.1:110-283
XP_013591161.1:134-307
KAF31601288.1:111-286  -========= ========== ==m==mm-== memmmmmmm= —mmmmmmm-= —mme--——--
KAF2587732.1:205-386  ========== ===--==--= —mmeeceeee meeemeeee memmeemeee e
XP_009128589.1:96-269  =-======== ===--==m--= —mmmeeeee meeemeeee memmmmeee e
RID77147.1:96-269 ========== ===m-mmme= mmmmmmmeee mmmmmmmee mmmmmmee e
KAF2543411.1:114-287  ========== ========== =mmmmmee= mmmmmmmmme mmmmmmmmee e
KAG2242019.1:110-284  ========== ========== =mmmmmmmm= mmmmmmmme= —mmmmmmme= mmmemm——--
KAH0940452.1:96-270 ========== ====-==--= —mceeceeee mme-meeoe —mmmeemmee e
CAGTBB6012.1:59-273 ========== =mc-eme-ee —mmeeeeee N EERECEEN-- - ------- ----------
XP_022550071.1:132-305 ========== ===-===--= mm-meeee= mememmeeee mmeeeeemee e
XP_033143637.1:131-35]1 =-==--==== ===--m=--= mmmmmmmmee mmmmmmmmee mmmmmmmeee e
CAF2146279.1:96-270  ========== =======m== =mmmmmee= mmmmmmmmes mmmmmmmmee e
VDD47700.1:117-291 ========== =mm=mmmmm= mmmmmmmmm= mmmmmmmmm= mmmmmmmme= —mmm—emme-
KAG2240514.1:114-288  ========== ==-m-mmmoe mmmemmmeo mmmmmee mmmmemmee e
KAG5412509.1:371-544  =====-==== ==c--mmoee mmmeemmee mmmemmme-- —mmmeemmee e
KAG2238658.1:148-367  --==--==== ==----m-ee o YQAVKFS B -
CAF2067211.1:117-291  ========== ========== =mmmmmmee= mmmmmmemmme —mmmmmmmee —mmmmmee-
KAHOB50540.1:136-310  ========== ========== =mmmm-m== mmmmmmmmee memmmmmme= mmmee-——--
KAF3528724.1:114-303  ========== ========== =mmmmmme= memmmmmmm= mmmmmmmme= mmmemm——--
XP_022572850.1:154-289 ====-===== ===--m=--= mmmemmeee mmemeoee mmmmeemee e
XP_022568108.1:96-231  ====-===== ===--=---= —mmmmmeee meeeeeeee mmmmmmeee e
KAF2615699.1:16-24
KAF1542567.1:7-75
KAH0900489.1:136-305
KAF1511568.1:1-61
KAHOB67697.1:42-180
KAG2266311.1:29-128
CAF1958958.1:28-127
KAF1597932.1:164-263
XP_022562822.1:1-105
KAG2325584.1:107-169
KAF1590199.1:179-216
KAG2306043.1:144-182




121

AT2605590.2
¥KAG2307096.1:1-289
XP_013630309.1:1-281
VDC94483.2:52-336
KAG2298031.1:1-285
XP 013736753.1:1-279
CAF1706006.1:1-280
KAHOB92022.1:1-293
XP 009136175.1:47-322
VDC82381,1:1-286
KAH0934687.1:1-284
CAG7883155.1:1-281
KAG2266312.1:1-273
KAG5406516.1:47-304
KAP3486982,1:89-321
KAP2577258.1:4-152
¥AP3597939.1:40-359
VDD35845.1:1-237
CAF1958953.1:1-236
KAP3544870.1:1-125
KAHOB67696.1:1-227
XP_013593492.1:134-35%
VDD41136.1:134-355
XP 013707691,1:134-355
KAG2245011,1:134-355
KAP2550874.1:176-349
XP_013738555.1:154-327
%P 009138553,1:131-330
KAF3590200.1:291-512
KAP3590200.1:134-271
KAG5407885.1:130-326
KAG2238657.1:197-370

IA05694.1:157-330
CAP2032809.1:134-356
KAP3600741.1:110-283
XP 013591161.1:134-307
KAF3601288.1:111-286
KAP2587732.1:205-386
XP 009128589,1:96-269
RID77147.1:96-269
KAF2543411.1:114-287
KAG2242019.1:110-284
KAH0940452.1:96-270
CAG7886012.1:59-273
XP_022550071,1:132-30%
XPT033143627,1:131-351
CAF2146279.1:96-270
VDD4$7700.1:117-291
KAG2240514.1:124-288
KAG5412509.1:371-544
KAG2238658.1:148-367
CAF2067211.1:117-291
KAHOB50540.1:136-310
KAP3528724.1:114-303
XP_022572850,1:154-289
Xp 022568108.1:96-231
KAF2615699.1:16-84
KAP3542567.1:7-75
KAH0900489.1:136-305
KAP3511568.1:1-61
KAHOB67697.1:42-180
¥KAG2266311.1:29-128
CAP1958958.1:28-127
KAF3597932.1:164-263
XP_022562822,1:1-105
¥A52326584.1:107-169
KAP3590199.1:179-216
KAG2306043.1:144-182

X

0 n~'ﬁ|~'~x~)a,n |-\(\ln
G 63 G360 40 A S G
EREREERERRRERERRRR

=
=
=
P
p
=
=
o}
o)
=
=
o
D
o
=
o)
=
=
P

R R e R R R R R R e R R R R T T TR

SRR




AT2G05590.2
¥AG2307096.1:1-289
XP 013630309.1:1-281
vDC94483.1:51-336
KAG2298031,1:1-285
XP 013736753.1:1-279
CAF1706006.1:1-280
¥AH0892022.1:1-293
XP _009136175.1:47-322
vDC82381,1:1-286
KAH0924687.1:1-284
CAG7883155.1:1-281
KAG2266312.1:1-273
55406516.1:47-304
KAP3486982.1:89-321
KAS2577258.1:4-152
KAP3597939.1:40-359
VDD35845.1:1-237
CAF1958953.1:1-236
KAF3544870,1:1-125
KAHOB67€96.1:1-227
XP_013593492.1:134-35%
vOD41136.2:134-355
XP 013707691.1:134-355
KAG2245011.1:134-355
KAP25S0874.1:176-349
XP_013738555.1:154-327
XP_009138553.1:131-330

KAF3590200
KAF3590200
KAGS407885
KAG2238657
RIADS694.1
CAF2032809

.1:291-512
L1:134-271
.1:130-326
.1:197-370
:1157-330

.1:134-356

KAF3600741.1:110-283
XP 013591161.1:134-307
KAF1601288.1:111-286
KAP2587732.1:205-386
XP 009128589.1:96-269
RID77147.1:96-269
KAF2543411.1:114-287
KAG2242019.1:110-284
KAH0940452.1:96-270
G7886012.1:59-273
XP_022650071.1:132-30%
XP 033143637.1:131-351
CAF2146279.1:96-270
VDD47700.1:117-291
KAG2240514.1:114-288
KAGS5412509.1:371-544
KAG2238658.1:148-367
CAF2067211.1:117-291
KAH0850540.1:136-310
KAF3528724.1:114-303
XP_022572850.1:154-289
X2 7022568108.1:96-231
KAF2615699.1:16-84

KAF3542567.
KAHO09004389.

KAF3511568.
KAHOBET697.
KAG2266311.
CAF1958958.
KAF3597932.

1:7-75
1:136-305

1:1-61
1:42-180
1:29-128
1:28-127
1:164-263

XP_022562822,1:1-105

KAG2325584
KAF3590199
¥AG2306043

-1:107-169
L1:179-216
L1:144-182

181

<
B
<
G
G
G
e
¢
e
<
G
G
=~
¢
"
¢
a
G
¢ 4
G
e
.

¢
G
G
¢
-
3
G
G
Al
A
¢
G
-
¢
G
<
¢
o
<
-
3
G
G
e
¢
~
S
¢
G
G
¢
3
G
G
J
>
&
e
<
-
)
G
G
o~
¢
o~
¢
-
¢
G

:!111]11?£1[1111Tlt[1[1]?l?lttﬁ[ﬂ

€3 G) €3 €2 €3 G) € € €0 3 €3 €3 6 €GO GO 6 Q) €GO G Y ) C) G G

s 47 59 60 63 67 G &)

¥

ki riaial

IS I G GG G G I GG I GI I GG I GICIEI GG SIS G GI G Ga 6 &+ &




AT2G05590.2
KAG2307096.1:1-289

XP 013630309,1:1-281
vDC94483.1:51-336
KAG2298031.1:1-285
XP_013736753.1:1-279
CAF1706006.1:1-280
KAH0892022.1:1-293
XP_009136175.1:47-322
VDC82381,1:1-286
KAH0934687.1:1-284
CAG7883155.1:1-281
KAG2266312.1:1-273
KAGS5406516.1:47-304
KAF3486982.1:85-321
KAP2577258.1:4-152
KAP1597939.1:40-359
VDD35845.1:1-237
CAF1958953.1:1-236
KAF3544870.1:1-125
¥AHOB67696.1:1-227

XP 013893492.1:134-3185
VDDB41136.1:134-355
XP_013707691.1:134-355
KAG2245011.1:134-355
KAP2850874.1:176-349
XP_0113718555.1:154-327
XP_009138553.1:131-330
KAF3590200.1:291-512
KAF3590200.1:134-271
KAGS407885.1:130-326
KAG2238657.1:197-370
RIA05694.1:157-330
CAF2032609.1:134-356
KAF3600741,1:110-283
XP _013591161.1:134-307
KAF3601288.1:111-286
KAF2587732.1:205-386
XP 009128589.1:96-269
RID77147.1:96-269
KAP2543411.1:114-287
¥AG2242019.1:110-284
KAH0940452.1:96-270
CAG7886012.1:59-273
XP_022550071,1:132-30%
XP 033143637.1:131-351
CAF2146279.1:96-270
VDD47700.1:117-291
KAG2240514.1:114-288
KAGS5412509.1:371-544
KNG2228658.1:148-367
CAP2067211.1:117-291
KAHOBS50540.1:136-310
KAF3528724.1:114-303
XP_022572850.1:154-289
XPT022568108.1:96-231
¥AF2615699.1:16-84
KAF3542567.1:7-75
KAH0900489.1:136-305
KAP3511568.1:1-61
KAHO0867697.1:42-180 3 cevcvccses sessssssss sssssssses ssssssssss sssssssses sesssmsese
KAG2266311.1:29-128 3 <ccccccccce cccccccccs ccccccccce cccccccccs cscccccccs scccccacas
CAP1958958.1:2B-127 2 =ccccccccs cccccccccs sececccccs sccccccccs sscscccccs scscsmacss
M}‘3591932_1;164.263 SESESEEEES SESESESEESES SESEEEEEESE SESSESEESEES SESSESEEEEE SeESsSssesse
XP. 022562322.1:1.105 ............................................................
KAG2326884.1:107-169  cevccccccs sescssssss semsssssss sessssssss sssssssses sesssesess
KAP3590199.1:179-216 2 =cccccccce cceccccccs seccccccce sccccccccs sesscccccs ssececaces

KAG2306043.1:144-182 ce--BEENCH NORDEN- - -- ---cccccee ceeeees B ---c-cccees cecceceeas

Coto Ity Lot G

B R R

LG G o)

G0 ) G G0 G @ @

CP)
P
=
o)
=
o
o
=
=
=
o
o
o)
S
=
B
=
=
=
=
5
)
o)
=
o
o
=
"
o
=
o
P
s
=
o

3 %) A3 ) i3 3 Ach A 3 I3 M3 s A Red I3 W3 ) A3 R ies 3 Ach Ay R I3 3 Azh A A s 3 Azh A3 Al Ry




AT2605590.2
KAG2307096.1:1-289
XP_013630309.1:1-281
vDC94483.2:52-336
KAG2298031.1:1-285
XP 013736763.1:1-279
CAF1706006.1:1-280
KAH0B92022.1:1-293
XP 009136175.1:47-322
VDE82381.1:1-286
KAHO0934687,1:1-284
CAG78831565.1:1-281
KAG2266312.1:1-273
KAG5406516.1:47-304
KAP3486982.1:89-321
KAP2577258.1:4-152
KAP3597939.1:40-359
VDD35845.1:1-237
CAF1958953.1:1-236
KAP3544870.1:1-125
KAHOB67696.1:1-227
XP_013593492.1:134-355
vDD41136.1:134-355
XP_013707691.1:134-355
KAG2245011,1:134-355
KAP2550874.1:176-349
XP_013738555.1:154-327
XPT009138553,1:131-330
KAF3590200.1:291-512
KAP3590200.1:134-271
KAG5407885.1:130-326
KAG2238657.1:197-370
IA05694.1:157-330
CAF2032809.1:134-356
KAP3600741.1:110-283
XP 013591161.1:134-307
KAF3601288.1:111-286
KAP2587732.1:205-386
XP_009128589.1:96-269
RID77147,1:96-269
KAF25434611.1:114-287
KAG2242019.1:110-284
KAH0940452.1:96-270
CAG7886012.1:59-273
XP_022550071,1:132-305
XPT033143627.1:131-351
CAF2146279.1:96-270
VDD47700.1:117-291
KAG2240514.1:114-288
KAG5412509.1:371-544
KAG2238658.1:148-367
CAP2067211.1:117-291
KAHOB50540.1:136-310
KAP3528724.1:124-303
XP_022572650.1:154-289
XP 022568108.1:96-231
KAF2615699.1:16-84
KAP3542567.1:7-75
KAH0900489.1:136-305
KAP3511568.1:1-61
KAHOB67697.1:42-180
KAG2266311.1:29-128
CAP1958958.1:28-127
KAF3597932.1:164-263
XP_022562822.1:1-105
XA52325584.1:107-169
KAP3590199.1:179-216
KAG2306043.1:144-182

o

AL EA ISR EYEA IS I K4 K

RRVIR L VDL R0
| %3 G K3 A3 RS RS RS Y S RS RS R

G &2 G2 62 &) &2 G2 Gl 1)

¢
G
*
G
%
<
¢
0
)
5
¢

WK KEEREEEKKNEKEEREEKEKEEKERE KK EREEKEEKKKK

ARSI EA RS ISR R K IS A




AT2G05590.2
KAG2307096.
XP_01363030
VDC94483.12:
KAG2298031.
XP_ 01373675
CAF1706006.
KAHOB92022.
XP_ 00913617
vDC32381,1:

1:1-289
9.1:1-281
$1-336
1:1-285
3.1:1-279
1:1-280
1:1-293
5.1:47-322
1-286

KAH0934687.1:

CAGT7B83155.
KAG2266312.
KAG5406516.

KAF3486982.1:

KAF25772%8.1:

KAP3597939.
VDD35845.1:
CAF1958953.
KAP3544870.
KAHOBE7696.
XP_01359349
vDD41136.1:
XP_01370769
KAG2245011,
KAP2550874.
XP_01373855
XP 00913855
KAF3590200.
KAF3590200.
KAG5407885.
KAG2238657.

IA05694.1:
CAF2032809.
KAFP3600741.
XP 01359116
KAF3601288.
KAP2587732.
XP 00912858
RID77147.1:
KAP2543411.
KAG2242019.
KAH0940452.
CAG7886012.
XP_02255007
XP 03314362
CAF2146279.
VDD47700.1:
KAG2240514.
KAG5412509.
KAG2238658.
CAP2067211.
KAHOB50540
KAF3528724.
XP_02257285
Xp 02256810
KAF2615699.
KAP3542567.
KAH0900489.
KAF3511568.
KAHOBE7697.
KAG2266311.
CAP1958958.
KAF3597932,
XP_02256282
X252325584.
KAP3590199.
KAG2306043.

«2:3136-310
0
8

1:1-125
1:1-22%
2.1:134-35%
134-355
.1:134-355
:134-355
1:176-349
$.1:154-327
3.1:131-330
1:291-512
:134-271
:130-326
1:197-370
157-330
1:134-356
1:110-2383
1.1:134-307
1:111-286
1:205-386
9.1:96-269
96-269
1:114-287
1:110-284
1:96-270
1:59-273
1,1:132-30%
7.1:131-351
1:96-270
17-291
:114-288
:371-544
:148-367
$117-291

P

o ph pa

:114-303

L,1:154-289

.1:96-231
1:16-84
1:7-75
1:136-305
1:1-61
:42-180
:129-128
:128-127
:264-263
.1:1-205
107-169
:179-216
:144-182

A B B s pa

361

G3 63 6 63 63 G

P37 GJ G2 ) CF 63 63 C3 C)F &) G C3 G2 G &) 3 GJ G) ) &) 62 Ga G L)

SARARIR AR IR AR AR AR AR RS

26000

EARARARAR AR AR AR AR AR )

4" i
o
G
G
e
-
G
G
G
>
S
ol
G
G
+
o
e
NS |
-
G
s
G
e
~
G
G
G
~
el
&

QOGO GE

G €3

9 ) 03 63 63 G OF G 63

L G GG
23 63 63 S3 60 6063 6367 605053 6360 50536360534,




421
AT2G05550.2
KAG2307096.1:1-289
XP_013630309.1:1-281
VDC54483.1:51-336
KAG2298031.1:1-285
XP_013736753.1:1-279
CAF1706006.1:1-280
KAH0852022.1:1-293
XP_009136175.1:47-322
VDC82381.1:1-286
KAHO0934687.1:1-294
CAG7883155.1:1-291
KAG2266312.1:1-273
KAGS406516.1:47-304
KAF3486582.1:85-321
KAF2577258.1:4-152
KAF3597939.1:40-359
VDD35845.1:1-237
CAF1958953.1:1-236
KAF3544870.1:1-125
KAHO0267696.1:1-227
XP_013593492.1:134-355
VDD41136.1:134-355 -
XP_013707691.1:134-355 -
KAG2245011.1:134-355 -
KAF2550874.1:176-349 -
XP_013738555.1:154-327 -
XP_009138553.1:131-330 -
KAF3590200.1:291-512 -
KAF3550200.1:134-271 -
KAGS5407285.1:130-326 -
KAG2238657.1:197-370 -
RIAOS5654.1:157-330 -
CAF2032809.1:134-356 -
KAF3600741.1:110-293 -
XP_013591161.1:134-307 -
KAF3601288.1:111-296 -
KAF2587732.1:205-396 -
XP_009128589.1:96-269 -
RID77147.1:96-269 -
KAF2543411.1:114-2397 -
KAG2242019.1:110-294 -
KAHO0940452.1:96-270 -
CAG7286012.1:59-273 -
XP_022550071.1:132-305 -
XP_033143637.1:131-351 -
CAF2146279.1:96-270 -
VDD47700.1:117-291 -
KAG2240514.1:114-298 -
KAGS5412509.1:371-544 -
KAG2238658.1:149-367 -
CAF2067211.1:117-291 -
KAH0250540.1:136-310 -
KAF3528724.1:114-303 -
XP_022572850.1:154-289 -
XP_022568108.1:96-231 -
KAF2615699.1:16-94 I

:

KAF3542567.1:7-75
KAHO0S00489.1:136-305
KAF3511568.1:1-61
KAHO0267697.1:42-190
KAG2266311.1:295-129 -
CAF1558558.1:29-127 -
KAF3597932.1:164-263 -
XP_022562822.1:1-105 -
KAG2325584.1:107-169 -
KAF3590199.1:179-216 -
KAG2306043.1:144-192 -

Figure S3. Multiple sequence alignment for Brassica OXR2 homologs in comparison with
Arabidopsis thaliana. Protein sequence alignment and the phylogenetic tree were built using the
Seaview 4.5.0 software and the PhyML-aLRT-SH-LIKE algorithm [48] with maximum likelihood tree
reconstruction. Brassica TLDc containing proteins were identified from the Brassica database
(http://brassicadb.cn/#/) and the Blastp tool [46,47].A total of sixty six homologous sequences from B.
oleracea (taxid:3712), B. napus (taxid:3708), B. rapa (taxid:3711), B. cretica (taxid:69181) and B. carinata
(taxid:52824) were used for the analysis.




