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$EF213095.1_isclate_UT30Z_strainTA763
$K13_insert
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Figure S1. Multiple DNA alignment of 56-kDa type-specific antigen (TSA) gene
among varied strains of O. tsutsugamushi, i.e.,, Karp UT76 strain (EF213078.1),
Karp UT150 strain (EF213086.1), Gilliam UT125 strain (EF213096.1), Gilliam
UT144 strain (EF213091.1), Kato strain (M63382.1), TA716 strain (EF213078.1),
TA763 strain (EF213095.1), and K13 clone containing partial gene derived from
Karp serotype.



