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Emerging diseases have posed a constant threat and major challenge to human health throughout our history. From the Black Death in the Middle Ages to the COVID-19 pandemic, these diseases have generated significant human suffering and economic disruption. The emergence of new pathogens, such as Ebola, Zika, SARS-CoV-2 or mpox, has illustrated the potential for these diseases to spread extraordinarily rapidly. Far from dissipating despite remarkable advances in medical science and public health in recent decades, emerging diseases continue to appear and proliferate at an alarming rate. Changes in our environment, produced primarily by human activity and the evolution of human/animal interactions, are likely to be responsible for novel health crises in the future.



Therefore, prioritizing the prevention of emerging diseases is essential in order to prepare for these future health crises. Preventive measures for emerging diseases involve early detection and rapid responses, but also the development of effective vaccines and treatments. Strengthening surveillance systems and enhancing diagnostic capacities are essential in order to detect and respond rapidly to epidemics. In addition, it is vital to boost investment in public health infrastructure, particularly with regard to sanitation and hygiene in general, in order to mitigate the risk of disease transmission. In order to achieve this, public health systems must be equipped with the necessary resources and trained personnel to detect and respond rapidly to epidemics, which both require significant investment. In addition to preventive measures, control measures are required in order to contain emerging diseases. The SARS-CoV-2 pandemic has revealed to us that the contact tracing of patients and the isolation and quarantine of infected people, all coupled with extensive vaccination campaigns, are productive control measures. In addition, effective communication strategies are required in order to prevent emerging diseases and must be designed to reach all factions of the population, including isolated groups and those with limited access to health care, particularly those who live on the streets.



Prevention measures for emerging diseases must often be implemented on a global scale. This requires international cooperation and coordination to quickly detect and respond to outbreaks. A fundamental approach to strengthening surveillance systems is the One Health concept. This concept recognizes that human health, animal health and environmental health are interdependent. Zoonoses represent at least 60% of infectious diseases and no less than two-thirds of novel emerging diseases. Therefore, monitoring and containing animal populations can greatly aid in the prevention of novel pathogens emerging. Furthermore, monitoring environmental factors, such as temperature and humidity, may help anticipate the emergence of novel pathogens, including vector-borne diseases.



Amongst the pathogens that possess a significant potential for emergence are arboviruses, whose distribution is constantly expanding in correlation with their vectors, particularly mosquitoes. Indeed, climate change, urbanization and land use all affect the dynamics of vectors, as well as reservoir host populations and the transmission of vector-borne pathogens. In this context, the geographical distribution of arboviruses is expanding; it now affects all five continents and has become a major public health concern. Among the 26 articles collected in this SI, 10 articles attend to arboviruses. Dengue (DENV) is the most diffuse arbovirosis in the world, and DENV cases have been surging in recent years. Li et al. review the literature and reveal studies that have collected age-specific DENV serological data in China; they discover that the transmission intensity varies depending on age in most of the study populations, and the attenuation of antibody protection was identified in some study populations [1]. Melo et al. report the first pediatric disease in which the use of minimally invasive autopsy has confirmed severe dengue as the cause of death [2]. Chong et al., in a narrative review, detail the impact of DENV on pregnancy in Southeast Asia, revealing, in particular, the specific physiological effects of dengue during the trimesters of pregnancy [3]. Another study uses the combination of a DENV and zika virus (ZIKV) nonstructural protein 1 IgG enzyme-linked immunosorbent assay and a ZIKV NS1 blockade-of-binding ELISA in order to test the convalescent sera of non-flavivirus, primary DENV, secondary DENV, and ZIKV infections. The authors discover that primary testing via a ZIKV NS1 IgG ELISA is the prime option for large-scale ZIKV serosurvey studies and provides relatively high sensitivity [4]. Regarding WNV, one article of this SI details the detection of WNV lineage 2 infection in birds from the Umbria region during the cold season; it confirms that the L2 strains of WNV that circulate in Italy are genetically stable and provides evidence of a continuous circulation of WNV in Italy throughout the year [5]. Another study foregrounds the correlation between oxidation and severe disease in WNV-infected patients [6]. Mhamadi et al. illustrate the circulation of Rift Valley fever virus in northern Senegal through human and livestock surveillance [7], while Stevanovic et al. demonstrate the rather high seroprevalence of Tahyna orthobunyavirus, a neglected mosquito-borne bunyavirus, in human and animal (horses and pets) serum in a One Health approach; this evidences the criticality of studying this neglected arbovirus [8]. Another report studies the seroprevalence of DENV, ZIKV, or CHIKV in Bangphae District, Ratchaburi Province, Thailand, via enzyme-linked immunosorbent assays and rapid diagnostic tests [9]. Furthermore, one review details the role of CHIKV infection in arthritogenic pain, which appears to be comparable to rheumatoid arthritis as both diseases share common symptoms [10].



Five articles in this SI attend to the COVID-19 pandemic from various perspectives. De Carvalho et al. summarize the COVID-19 infodemic on Twitter in Brazil via a study that applies a thematic analysis across space and time with respect to public opinion regarding the Brazilian COVID-19 immunization program [11]. Another study highlights the influence of climatic and environmental elements on the proliferation of COVID-19 in Africa [12]. The research article by Zhang et al. proposes five models through which to study the early COVID-19 outbreak in Shaanxi, China. They demonstrate that the renewal equation model provides the optimum modelling and significantly enhances the estimate of transmissibility [13]. In a brief report, Fernández-Santos et al. suggest that vulnerable populations traveling from Latin American countries and seeking residence in the United States are at a high risk of exposure to SARS-CoV-2 [14]. Another study reveals that quarantine effectively diminishes the number of COVID-19 cases but induces an escalating number people suffering from tuberculosis and diabetes; this emphasizes the criticality of promoting a healthy lifestyle when implementing quarantine [15].



Two further articles attend to HIV; the first studies the barriers to and facilitators of adherence to antiretroviral therapy in Indonesia by employing a socioecological approach [16]. The second evaluates the impact of COVID-19 on receiving an HIV diagnosis in children, particularly regarding the prevention of the mother-to-child transmission of HIV in Johannesburg, South Africa [17].



This SI also includes four articles that focus on parasite-related issues and in particular, two articles on leishmaniasis. The first, from Israel, reveals that there is no tangible variation regarding sex difference in leishmanial infection in humans [18]. The second article provides novel evidence for the modification of differentially expressed circRNAs and their potential function in leishmaniasis [19]. Kim et al. compare the efficacies of the recombinant vaccinia viruses that express either the AMA1 or microneme protein (MIC) of Plasmodium berghei in mice. Their results indicate that the recombinant vaccinia viruses that express MIC could be an advantageous candidate vaccine- antigen [20]. Another study aims to analyze the prevalence and characteristics of malaria and influenza co-infection in febrile patients. The prevalence of this co-infection among these patients is revealed to be heterogeneous by country, the characteristics of the febrile participants, and the diagnostic tests for influenza virus [21].



Four further articles attend to bacterial infections. An article from Zhong et al. reveal that Escherichia coli ST1193 isolates have emerged as the predominant type of E. coli strain that causes intracranial infections in Changsha, China [22]. A case report by Safiee et al. indicates that the various infecting Leptospira species and the presence of a range of virulence factors result in a modest variation in the clinical manifestations and laboratory findings of leptospirosis [23]. Another study conducted in Malaysia demonstrates that women who experience an ectopic pregnancy are more likely to have tested positive for chlamydia than those who give birth at term [24]. Zheng et al. from Shanghai, China, investigate the bacterial communities and the prevalence of some primary pathogens in Haemaphysalis spp., the dominant species of ticks in Shanghai [25]. Chakraborty et al. analyze the prescriptions of patients suffering from diarrhea or acute respiratory infection in order to understand the prescription pattern among various categories of prescribers in two tertiary care centers in West Bengal, India. They reveal that irrational prescribing patterns prevail in tertiary care centers [26].



Cumulatively, the 26 articles collected in this issue provide readers with a broad overview of emerging diseases and foreground the advances made in our understanding of several domains related to the knowledge, surveillance and control of zoonotic diseases. We sincerely thank the authors, reviewers and the editorial staff members for their contributions to this Special Issue.






Acknowledgments


Author thanks all authors for contributing their work to this Special Issue.




Conflicts of Interest


The author declare no conflict of interest.




References


	



Li, N.; Li, H.; Chen, Z.; Xiong, H.; Li, Z.; Wei, T.; Liu, W.; Zhang, X.S. Estimating Dengue Transmission Intensity in China Using Catalytic Models Based on Serological Data. Trop. Med. Infect. Dis. 2023, 8, 20116. [Google Scholar] [CrossRef]

	



Melo, D.N.; Lima, G.R.P.; Fernandes, C.G.; Teixeira, A.C.; Filho, J.B.; Araújo, F.M.C.; Araújo, L.C.; Siqueira, A.M.; Farias, L.A.B.G.; Monteiro, R.A.A.; et al. Post-Mortem Diagnosis of Pediatric Dengue Using Minimally Invasive Autopsy during the COVID-19 Pandemic in Brazil. Trop. Med. Infect. Dis. 2022, 7, 123. [Google Scholar] [CrossRef] [PubMed]

	



Chong, V.; Tan, J.Z.L.; Arasoo, V.J.T. Dengue in Pregnancy: A Southeast Asian Perspective. Trop. Med. Infect. Dis. 2023, 8, 86. [Google Scholar] [CrossRef] [PubMed]

	



Sittikul, P.; Sriburin, P.; Rattanamahaphoom, J.; Limkittikul, K.; Sirivichayakul, C.; Chatchen, S. Combining Immunoassays to Identify Zika Virus Infection in Dengue-Endemic Areas. Trop. Med. Infect. Dis. 2022, 7, 254. [Google Scholar] [CrossRef] [PubMed]

	



Mencattelli, G.; Iapaolo, F.; Polci, A.; Marcacci, M.; Di Gennaro, A.; Teodori, L.; Curini, V.; Di Lollo, V.; Secondini, B.; Scialabba, S.; et al. West Nile Virus Lineage 2 Overwintering in Italy. Trop. Med. Infect. Dis. 2022, 7, 160. [Google Scholar] [CrossRef] [PubMed]

	



Van Herreweghe, M.; Breynaert, A.; De Bruyne, T.; Popescu, C.P.; Florescu, S.A.; Lustig, Y.; Schwartz, E.; Gobbi, F.G.; Hermans, N.; Huits, R. Can Biomarkers of Oxidative Stress in Serum Predict Disease Severity in West Nile Virus Infection? A Pilot Study. Trop. Med. Infect. Dis. 2022, 7, 207. [Google Scholar] [CrossRef]

	



Mhamadi, M.; Badji, A.; Barry, M.A.; Ndiaye, E.H.; Gaye, A.; Ndiaye, M.; Mhamadi, M.; Touré, C.T.; Ndiaye, O.; Faye, B.; et al. Human and Livestock Surveillance Revealed the Circulation of Rift Valley Fever Virus in Agnam, Northern Senegal, 2021. Trop. Med. Infect. Dis. 2023, 8, 87. [Google Scholar] [CrossRef]

	



Stevanovic, V.; Vilibic-Cavlek, T.; Savic, V.; Klobucar, A.; Kovac, S.; Curman Posavec, M.; Petrinic, S.; Bogdanic, M.; Santini, M.; Tesic, V.; et al. Surveillance of Tahyna Orthobunyavirus in Urban Areas in Croatia-The “One Health” Approach. Trop. Med. Infect. Dis. 2022, 7, 320. [Google Scholar] [CrossRef]

	



Chakma, R.; Sriburin, P.; Sittikul, P.; Rattanamahaphoom, J.; Nuprasert, W.; Thammasonthijarern, N.; Maneekan, P.; Thaipadungpanit, J.; Arunsodsai, W.; Sirivichayakul, C.; et al. Arbovirus Seroprevalence Study in Bangphae District, Ratchaburi Province, Thailand: Comparison between ELISA and a Multiplex Rapid Diagnostic Test (Chembio DPP® ZCD IgG). Trop. Med. Infect. Dis. 2022, 7, 378. [Google Scholar] [CrossRef]

	



de Carvalho Cardoso, R.; Rezende, B.; Alencar, A.K.N.; Fontes-Dantas, F.L.; Montes, G.C. Role of Arbovirus Infection in Arthritogenic Pain Manifestation-A Systematic Review. Trop. Med. Infect. Dis. 2022, 7, 390. [Google Scholar] [CrossRef]

	



de Carvalho, V.D.H.; Nepomuceno, T.C.C.; Poleto, T.; Costa, A.P.C.S. The COVID-19 Infodemic on Twitter: A Space and Time Topic Analysis of the Brazilian Immunization Program and Public Trust. Trop. Med. Infect. Dis. 2022, 7, 425. [Google Scholar] [CrossRef]

	



Mwiinde, A.M.; Siankwilimba, E.; Sakala, M.; Banda, F.; Michelo, C. Climatic and Environmental Factors Influencing COVID-19 Transmission-An African Perspective. Trop. Med. Infect. Dis. 2022, 7, 433. [Google Scholar] [CrossRef] [PubMed]

	



Zhang, X.S.; Xiong, H.; Chen, Z.; Liu, W. Importation, Local Transmission, and Model Selection in Estimating the Transmissibility of COVID-19: The Outbreak in Shaanxi Province of China as a Case Study. Trop. Med. Infect. Dis. 2022, 7, 227. [Google Scholar] [CrossRef] [PubMed]

	



Fernández-Santos, N.A.; Hamer, G.L.; Garrido-Lozada, E.G.; Rodríguez-Pérez, M.A. SARS-CoV-2 Infections in a High-Risk Migratory Population Arriving to a Migrant House along the US-Mexico Border. Trop. Med. Infect. Dis. 2022, 7, 262. [Google Scholar] [CrossRef] [PubMed]

	



Nuraini, N.; Fauzi, I.S.; Lestari, B.W.; Rizqina, S. The Impact of COVID-19 Quarantine on Tuberculosis and Diabetes Mellitus Cases: A Modelling Study. Trop. Med. Infect. Dis. 2022, 7, 407. [Google Scholar] [CrossRef]

	



Hutahaean, B.S.H.; Stutterheim, S.E.; Jonas, K.J. Barriers and Facilitators to HIV Treatment Adherence in Indonesia: Perspectives of People Living with HIV and HIV Service Providers. Trop. Med. Infect. Dis. 2023, 8, 138. [Google Scholar] [CrossRef] [PubMed]

	



Mnyani, C.N.; Smit, A.; Sherman, G.G. Infant HIV Testing Amid the COVID-19 Pandemic and Evolving PMTCT Guidelines in Johannesburg, South Africa. Trop. Med. Infect. Dis. 2022, 7, 302. [Google Scholar] [CrossRef] [PubMed]

	



Solomon, M.; Fuchs, I.; Glazer, Y.; Schwartz, E. Gender and Cutaneous Leishmaniasis in Israel. Trop. Med. Infect. Dis. 2022, 7, 179. [Google Scholar] [CrossRef]

	



Li, Z.; Zeng, W.; Yang, Y.; Zhang, P.; Zhou, Z.; Li, Y.; Guo, Y.; Zhang, Y. Expression Profile Analysis of Circular RNAs in Leishmaniasis. Trop. Med. Infect. Dis. 2022, 7, 176. [Google Scholar] [CrossRef]

	



Kim, M.-J.; Chu, K.-B.; Lee, S.-H.; Kang, H.-J.; Yoon, K.-W.; Ahmed, M.A.; Quan, F.-S. Recombinant Vaccinia Virus Expressing Plasmodium berghei Apical Membrane Antigen 1 or Microneme Protein Enhances Protection against P. berghei Infection in Mice. Trop. Med. Infect. Dis. 2022, 7, 350. [Google Scholar] [CrossRef]

	



Wilairatana, P.; Mala, W.; Kotepui, K.U.; Kotepui, M. Prevalence and Characteristics of Malaria and Influenza Co-Infection in Febrile Patients: A Systematic Review and Meta-Analysis. Trop. Med. Infect. Dis. 2022, 7, 168. [Google Scholar] [CrossRef] [PubMed]

	



Zhong, Y.M.; Zhang, X.H.; Ma, Z.; Liu, W.E. Prevalence of Escherichia coli ST1193 Causing Intracranial Infection in Changsha, China. Trop. Med. Infect. Dis. 2022, 7, 217. [Google Scholar] [CrossRef]

	



Safiee, A.W.M.; Mohd, A.M.R.; Zoqratt, M.Z.H.M.; Siew, T.H.; Chuan, C.W.; Huey, L.L.; Fauzi, M.H.; Besari, A.M.; Yean, Y.C.; Ismail, N. Putative Pathogenic Genes of Leptospira interrogans and Leptospira weilii Isolated from Patients with Acute Febrile Illness. Trop. Med. Infect. Dis. 2022, 7, 284. [Google Scholar] [CrossRef]

	



Thirunavuk, A.V.J.; Masalamani, M.; Ramadas, A.; Dominic, N.A.; Liew, D.D.; Sia, R.W.J.; Wanigaratne, A.; Weerawarna, K.; Wong, W.L.L.; Jeganathan, R. Association between Chlamydial Infection with Ectopic and Full-Term Pregnancies: A Case-Control Study. Trop. Med. Infect. Dis. 2022, 7, 285. [Google Scholar] [CrossRef] [PubMed]

	



Zeng, W.; Li, Z.; Jiang, T.; Cheng, D.; Yang, L.; Hang, T.; Duan, L.; Zhu, D.; Fang, Y.; Zhang, Y. Identification of Bacterial Communities and Tick-Borne Pathogens in Haemaphysalis spp. Collected from Shanghai, China. Trop. Med. Infect. Dis. 2022, 7, 413. [Google Scholar] [CrossRef] [PubMed]

	



Chakraborty, D.; Debnath, F.; Kanungo, S.; Mukhopadhyay, S.; Chakraborty, N.; Basu, R.; Das, P.; Datta, K.; Ganguly, S.; Banerjee, P.; et al. Rationality of Prescriptions by Rational Use of Medicine Consensus Approach in Common Respiratory and Gastrointestinal Infections: An Outpatient Department Based Cross-Sectional Study from India. Trop. Med. Infect. Dis. 2023, 8, 88. [Google Scholar] [CrossRef] [PubMed]












	
	
Disclaimer/Publisher’s Note: The statements, opinions and data contained in all publications are solely those of the individual author(s) and contributor(s) and not of MDPI and/or the editor(s). MDPI and/or the editor(s) disclaim responsibility for any injury to people or property resulting from any ideas, methods, instructions or products referred to in the content.











© 2023 by the author. Licensee MDPI, Basel, Switzerland. This article is an open access article distributed under the terms and conditions of the Creative Commons Attribution (CC BY) license (https://creativecommons.org/licenses/by/4.0/).






nav.xhtml


  tropicalmed-08-00257


  
    		
      tropicalmed-08-00257
    


  




  





media/file0.png





