
 

 
Figure S1. Investigation for LRV1 in the IMLC isolate. To detect LRV1, a RT-PCR reaction that 

targets LRV1 capsid mRNA amplifying a 688 bp fragment (black arrow) was performed as 

previously described [1]. The L. (V.) guyanensis M4147 strain is positive for LRV1 and was used 

as a control. The β-tubulin gene transcript whose product has approximately 400 bp (red arrow) 

was used as a control for the presence of cDNA in samples. Amplified products were analyzed in 

an agarose gel electrophoresis stained with ethidium bromide. Legend: 1, absence of cDNA; 2 and 

4, L. (V.) guyanensis M4147 strain (positive control for LRV1); 3 and 5, IMLC isolate. Presence 

or absence of reverse transcriptase in the cDNA synthesis reaction are represented by + RT and - 

RT respectively. 
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