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Abstract: Newly developed microfluidic devices (“Mother Machines”) have improved data gather-
ing for the study of aging in unicellular models, and thereby the understanding of this process. Each 
device has different features that cause them to have certain advantages or disadvantages. This has 
the advantage of not using mechanical pressure to trap the cells, but as it starts with a mixed age 
population it does not guarantee that the cells studied are virgin. One of the basic outputs in these 
studies is the aging curve, which shows how the fraction of viable cells varies with respect to time. 
From this it can be deduced how fast or slow the population ages. For devices where it is not possible 
to work with virgin cells, the age distribution is assumed, but changes in this distribution could 
affect the analysis of the data. Therefore, the present work seeks to carry out a series of simulations 
to find the different age distributions that could be present and determine the corresponding 
changes in the aging curve. We propose two population growth models, synchronous and asyn-
chronous. For each model we will start with the possible age distributions and determine the vari-
ous curves that can be obtained and then compare these computational results with the experi-
mental data to propose a better interpretation of the data obtained from mother machine devices. 
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